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O ABSTRACT 0O

The objectives of this study were the characterization and the establishment of phylogenetic
relationships among nine annual Cicer species using PCR-RAPD markers. Then the
evaluation of the efficiency of the RAPD technique in the Phylogenetic study. Five accessions
per species and ten plants per accession were analyzed. 360 polymorphic fragments were
generated using 30 decameric primers of arbitrary nucleotide sequences. Most of the primers
produced very specific fragments.

Specific markers for each species were identified. Based on RAPD data, a dendrogram of
genetic distance between the nine species was established. It showed that C.arietinum,
C.reticulatum and C. echinospermum were the most close to each other while C. cuneatum
was the farest one. Tree topology was compared with those based on other markers. The
efficiency and reliability of RAPD data were demonstrated in the genus Cicer.

Key words: RAPD analysis, Molecular markers, Cicer species, Chickpea, Phylogenetic study
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