2009 (5) 2aad) (31) laall Arastonl astell Al _ Agpalad) ciluapally Ggall 05 draly dlaa
Tishreen University Journal for Research and Scientific Studies - Biological Sciences Series Vol. (31) No. (5) 2009

gsu3all paaal) (sa doadia NS A5 ol BglaL) s
SSR J) cpdisa aladiuly

" Maa daaa Jssal)
** Glasds sl 5, 5580
252 gglsl ila

(2009 / 11 / 12 3 &l 38 2009 / 9 / 13 gla) fasb)
O uedl [

Lol Gl Jaall 3l 8 dygal) D ke 8 2008 / 2007 auwse A duhall s3a el
@ gl paeall e ddtie CV el A8l S5l jafy Chuag Chag (IDIS) Adladl Gl
49 b (16 ol 48 o5 (13 o5 20 e 19 giser 8 2K 36 S 48 s 43 La
Cayelal L(SSR) 8 Sl ddasadl adaliall culialy e Loy e 81 aladinly ADLL S (e ol 2D st
Oo Cpliie 220 lla il il VM pen oo Adlide il g paall A0 adlsdl) A8S ol bl
Trls Tabpsdsal e JS e G810/ Y Ta3 adsall e (88 /3 [ om Lo sl « LA

sl LS L5l VL) laay ge ddlides DL S Bhaee A5 danay dlagly il 28 Cinans
ol daliaall YL il g saslsll ADLW il oy 4]y el) bl e ane Slluas daliaall Gilal cile ]y
SV AL s 8 A el Ll ash e Lee AL (il Aaglill bl o ulS 4Ll A ]
sanlll DL bls Lgie JS aumy g5 8 5y

O 836 Shal ADlsy 48 el iDL L chadd (i oDl dsas diiall Jdladl) e
O Aauals Adhs luls dsas Al LA Llde jeday LASD 55l (e d3lte ansy S 4y S
g yaall YL

SSR 11 Cilphige —adilyy 55l — ddiie YD —asal) rdalidal) clalsl)

Ly daaly — Aol A8 — AtEa)) Jualaal) and — M
L Aaaly — Ao 3 A0S — Lo aglall and — B3] **
i daaly — do)p3l) 48 - Ata) Jualaal) aud — (s 5180) Lis cluha qullls ** ¥

111




2009 (5) 2aad) (31) laall Arastosdl astell Al _ Agpalad) ciluafpally Ggall 05 draly dlaa
Tishreen University Journal for Research and Scientific Studies - Biological Sciences Series Vol. (31) No. (5) 2009

The Estimation of Genetic Purity in Selected Cultivated
Chickpea Lines Using SSR Markers

Dr. Mouhammad Moualla”

Dr. Wafaa Choumane**
Hayel AL-Wawi***

(Received 13 /9/2009. Accepted 12/11/2009)

O ABSTRACT 0O

This study was performed during the 2007/2008 season in the Biotechnology
Laboratory of the International Center for Agricultural Research in the Dry Areas
(ICARDA), in order to characterize and estimate the genetic purity in ten chickpea selected
lines (Gabaly 43, Gabaly 48, Marakshi 36, Kourdy 8, Daraouzy19, Hourany 20, Fouey 13,
Fouey 48, Balady16, and Balady 49). Three plants/ lines were analyzed using twelve SSR
primer pairs.

The results showed that all tested loci were polymorphic among all selected lines and
they were carrying different numbers of alleles, ranged from 3 (on locus Ta3) to 10 alleles
(on loci Tab and Trl). These results provided a specific DNA fingerprint for each line. The
score of alleles and the values of genetic similarity between and within lines showed that
the highest value of genetic similarity was between plants belonging to the same line.
These results allowed the distribution of all plants in ten different branches; each branch
contains the plants of one line. The molecular analysis confirmed the presence of two pure
lines (Gabaly 48 and Marakshi 36), while the other lines were characterized by different
levels of genetic purity. The dendrogram based on genetic similarity demonstrates the
presence of genetic diversity between the studied lines.
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