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O ABSTRACT 0O

The genetic diversity in 135 barley accessions collected from different regions of
Yemen was evaluated by AFLP markers. DNAs were analyzed with 5 primer pair
combinations. The total number of produced fragments was 178. The percentage of
polymorphic fragments was 78% within the whole barley collection. The level of genetic
diversity ranged between 0.28 and 0.41. The higher level of genetic variability was
detected in Hejji region. The level of genetic diversity within the barley accessions was
not high, but was different from region to region.

The results demonstrated the presence of co-relation between the genetic diversity
and the geographical regions from where the samples were collected.

Based on the results, a suggestion of increasing the level of genetic diversity by a
collection of new barley accessions is made, especially from the regions where the number
of accessions analyzed is small.
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