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O ABSTRACT O

The objective of this study was to estimate the genetic diversity of 135 barley
accessions sampled from different geographical regions in Yemen (11 Provinces). 25
Simple Sequence Repeat markers (SSR) were used in the DNA analysis. A total of 308
alleles were detected in the whole collection. The number of alleles detected per locus
varied from 5 to 41, with an average of 12.3 alleles per locus. 28 common alleles were
detected in all regions. 34 alleles were detected only in Sann’a. The value of genetic
diversity ranged from 0.24 to 0.96. The highest value of genetic diversity was detected in
Higa province (0.72) and the lowest value was detected in Taizz (0.479). The high level of
genetic diversity and the absence of genetic identity between accessions indicate the high
level of genetic variability within the collection. The results proved that the collection
regions were very rich in genetic diversity. In consequence, an additional mission to collect
new genotypes of barley is recommended to increase the level of genetic diversity in the
gene bank of the General Commission for Agriculture Research in Yemen.
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